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@ Introduction
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e Chronic fatigue syndrome (CFS), also

known as myalgic encephalomyelitis
(ME) is a severe, debilitating multi-
organ disease that affects many systems
including the gastrointestinal system.

« Concerning CFS/ME, different studies
have shown an altered composition and
a reduced biodiversity in patients gut
microbiome but until now a relationship
between the bacterial composition and
pathogenesis of CFS/ME could not be
fully elucidated.

@ Material and methods
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e n=250 recruited patients

u

e Nn=160 did not met ICC and Fucuda

criteria
e n=30 had psychiatric disorders

e N=33 other exclusions
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@ Conclusions

o
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e The current study gives preliminary evidence that the application
of WBC+SS leads to changes in the gut microbiome of CFS patients.
e After 10 sessions of WBC+SS, the gut microbiome of CFS patients

was less different in comparison to HC than it was before -~

the program.
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Figure 4. Group comparison of CFS microbiome vs control group
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Figure 5. Network analysis
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